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Glycolysis
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Glycolysis: Regeneration of NAD+ Section 13.2
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Glycolysis: Energetics and notable steps
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Glycolysis: Energetics and notable steps
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Glycolysis: Energetics and notable steps

AG' relative 10 glucose, kJimaol

Glucose
(5000}
G —
ATP
™
ADP =
Eﬂ L
G6F
(B3) FeP
(14)
f185':|} .E"I
ADP
(138)
B0 —

(2200)

Section 13.1, 3

O\C/OPi

glycerate-1,3-bisphosphate H—C—OH

CH,OP;
ADP
2 phosphoglycerate kinase
ATP _
O\C /O

glycerate-3-phosphate H—C—OH

Zgu;/lé/“dd‘ﬂ [ %A pqt-;[[,

é)fjtﬂl‘f{ ur\:guwaA& Aé

S0 e M“ﬁ}' b J/\““L’\
MA.lf J' 7Y

ti] [ 7 fo oHor

cxnS

drve  fln or‘cw/'tan 170 AT



Glycolysis: Energetics and notable steps
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Gluconeogenesis: “Reversing” Step 10
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Gluconeogenesis: “Reversing” Step 3
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