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Protein Structure: Denaturing Section 3.2 and Chap 4
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. Salt Concentration: s, //s COM/MJL )l

. Temperature changes ..

. Mechanical Stress

Mechanisms by which protein denature are complicated. These are some simple hypotheses about how it may occur.
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Protein Sequencing Section 3.2 and Chap 4
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carboxy peptidase A (prefers aromatic residues) and B (prefers basic residues)

LJI// /u} c(cow{ agﬂ oﬁw’ aAMIn0O &C’JJ



Protein Sequencing Section 3.2 and Chap 4

Edman Degradation
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Protein Sequencing Section 3.2 and Chap 4

Large proteins are broken up into segments and the segments are analyzed.
trypsin cleaves residues on the carboxyl side of lysine or arginine

chymotrypsin cleaves residues on the carboxyl side of phenylalanine, tyrosine, or
tryptophan
yp P \N_ \ '-——C{(z ﬂ —C'VfL—//V\\ Sh

N~
cyanogen bromide cleave peptide bonds on the carboxyl side of methionine residues

N = C—Re



Polypeptide 1

DNP (N terminus) valine

carboxypeptidase tyrosine

treatment with trypsin gives (cleavage after lys and arginine)

ala-ala-trp-gly-lys

thr-asn-val-lys

val-leu-ser-pro-asp-lys

val-gly-ala-his-ala-gly-glu-tyr

treatment with chymotrypsin (cleavage after tryptophan, pheylalanine, tyrosine)

9L
gly-lys-val-gly-ala-his-ala-gly-glu-tyr

I
val-leu-ser-pro-asp-lys-thr-asn-val-lys-ala-ala-trp
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Polypeptide 2
DNP (N terminus) glu / 7 A A
trypsin (cleavage after lysine and arginine)
glu-tyr-gly-ala-glu-ala-leu-glu-arg
met-phe-leu-ser-phe-pro-thr-thr-lys
thr-tyr-phe-pro-his-phe-asp-leu
chymotrypsin (cleavage after phenylalanine, tyrosine, tryptophan)
glu-tyr
pro-thr-thr-lys-thr-tyr
leu-ser-phe
pro-his-phe
phe
gly-ala-glu-ala-leu-glu-arg-met-phe

asp-leu
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Polypeptide 3

DNP (N terminus) val

trypsin (cleavage after lysine arginine)
cys-arg
val-ala-gly-his-leu-glu-glu-tyr-gly-ala
val-lys

val-leu-ser-ser-asp-asp-lys

ala-val-trp-ser-lys

chymotrypsin (cleavage after tryptophan, tyrosine, phenylalanine)
ser-lys-val-ala-gly-his-leu-glu-glu-tyr
val-leu-ser-ser-asp-asp-lys-cys-arg-val-lys-ala-val-trp

gly-ala
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